Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.037; wR factor = 0.108; data-to-parameter ratio = 14.0.
In the title compound, C 5 H 3 ClN 2 O 2 , the nitro group is twisted by 38.5 (2) with respect to the pyridine ring. In the crystal, adjacent molecules are linked by non-classical C-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds, forming a layer motif.
Related literature
For the crystal structure of isostructural 2-iodo-3-nitropyridine, see: Mao & Chen (2009) . For the crystal structure of 2-chloro-5-nitropyridine, see: Ng (2010 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 3 2 ; y þ 1 2 ; Àz þ 1 2 ; (ii) x; y; z À 1.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) . 
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Comment
According to a recent report on the crystal structure of 2-chloro-5-nitropyridine the respective molecule is planar (maximum r.m.s. deviation of non-hydrogen atoms is 0.090 Å). This molecule has the electron withdrawing substituents para to each other. The substituents interact through a short Cl···O contact of 3.068 (4) Å to generate a chain motif (Ng, 2010) .
In the title compound 2-chloro-3-nitropyridine with the nitro group ortho to the chlorine substituent (Scheme I, Fig. 1 ), a similar Cl···O contact is also observed but the nitro group is twisted to avoid repulsion. Adjacent molecules are linked by non-classical C-H···N and C-H···O hydrogen bonds to form a layer motif (Fig. 2 , Table 1 ). The C-H···N interaction is almost linear (Table 1) .
2-Chloro-3-nitropyridine is isostructural with the iodo analog. In the iodo compound, the I···O contact is necessarily longer (Mao & Chen, 2009 ).
Experimental 2-Chloro-3-nitropyridine was obtained from the Aldrich Chemical Company, and was recrystallized from ethyl acetate.
Refinement
Carbon bound H-atoms were located in a difference Fourier map. They were refined with a distance restraint of C-H 0.93±0.01 Å; their temperature factors were refined without constraints. Fig. 1 . Thermal ellipsoid plot (Barbour, 2001 ) of C 5 H 3 ClNO 2 at the 50% probability level; hydrogen atoms are drawn as spheres of arbitrary radius. Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
Figures
x y z U iso */U eq Cl1 0.67770 (9) 0.67094 (4) 0.54558 (9) 0.0583 (2) (3) 166 (2) C4-H4···O1 ii 0.93 (1) 2.64 (2) 3.327 (3) 132 (2) Symmetry codes: (i) −x+3/2, y+1/2, −z+1/2; (ii) x, y, z−1.
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